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ABSTRACT - Genetic resistance represents a sustainable alternative to disease control in papaya crop. The purpose of this study
was to evaluate the use of testers to estimate combining ability and select hybrids resistant to black spot, phoma spot and chocolate
spot. The experiment was conducted in a randomized block design with two replications and 20 plants per plot. The severity of
phoma spot and black spot on leaves and the lesion area of black spot and chocolate spot on fruits were evaluated in two
seasons. The combining ability of the following crosses is negative for all traits: tester ‘JS 12’ with ‘Sunrise Solo’ and ‘Kaphoro Solo
PV’; tester ‘AmericanoWwith ‘Caliman M5’, ‘Sunrise Solo’, 'Baixinho de Samanélia’and ‘Waimanalo’; and tester ‘Maradol’

with ‘Caliman G’, ‘Caliman AM’ and ‘Sunrise Solo PT’. These results may be useful in breeding for disease resistance by
hybridization.

Key words: Carica papay@sperisporium caricae, Phoma caricae-papayae, Colletotrichum gloeospopieles; combining
ability.

INTRODUCTION The selection of resistant genotypes is a sustainable
alternative to disease control in papaya cultivatitmwever
Papaya Carica papayalL.) may be affected by total resistance has not been observed in commercial
various diseases, which constitute the main limiting crgpapaya genotypes with some degree of selection. There
factor, requiring adequate control measures that would, howeverthe possibility that crosses generate hybrids
not cause major damage to production anwaith higherresistance levelsto fungal diseases. Thus, crop
marketing. Among the diseases that affect the crop stabreeding can contribute to the selection of resistant
out black spot, whose causal ageniAgperisporium genotypes, and/or indicated the best hybrid combinations,
caricae (Speg.) Maubl. The phoma spot is caused byased on the hybrid vigoalso known as heterosis.
Phoma caricae-papaya@arr) Punith, and anthracnose The hybrid vigor is directly related to the degree of
and chocolate spot share the common etiologic ageggnetic divergence of parents involved (Hallauer and
Colletotrichum gloeosporioidg®enz.) Penz. & Sacc. in Miranda Filho 1995). Howevea high genetic divgence
Penz. (Rezende and Fancelli 1997). The incidence addes not necessarily increase the expression of heterosis. It
severity levels of these diseases can be so high th&therefore important to use methods that identify the
chemical control is a must to achieve profitable productidmest combinations (Duarte et al. 2003).
at certain times of the year
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The combining ability analysis provides informationcrops, fungicides recommended for the crop were sprayed
about the action of genes associated with a particular trddrtnightly to ensure fruit and seed production of the
as well as for the selection of parents in terms of geneggrmplasm bank.
combining ability (GCA) and their respective hybrid Two assessments were performed, the first in late
combinations related to specific combining ability (SC&)e  May/early June and the second in lategust/early
estimation methods of combining ability are quite timeSeptember 2007. The four central plant rows of each plot
consuming, particularly for perennial species such agere evaluated and the plot mean calculated. The disease
papaya (Dinesh et al. 1995). One possibility is to chooseverity of black and phoma spot on leaves was evaluated
one or more genotypes called testers, which are crossedwell as the lesion area (percentage) on fruits affected
with all genotypes studied. Then the best combinatiosy black and chocolate spot. The leaf severity was
for the desired traits are selected. determined using a diagrammatic scale developed at the

Different testers can also be used as a criterion Bhtomology and Plant Pathology Laboratdigiversidade
genotype classification into different heterotic group&stadual do Norte Fluminense Darcy Ribeiro in Campos,
(Nestares et al. 1999). In breeding programs for higRio de Janeiro. The data of the damaged fruit area were
performance with great potential, elite lines are usembtained by counting lesions on the external fruit surface
whenever possible. For this reason, in most cases, fffiest stage of maturation). The counts were transformed
testers used are also elite, by which genotypes with marleto percentage, by multiplying the number of lesions by
potential can be obtained, besides a prediction of tllee mean values estimated via Quant, corresponding to
performance of potential hybrig@uarte et al. 2003). 0.26% for black spot and 0.041 % for chocolate spot.

From a practical standpoint, the main purpose ofthe  The statistical analysis was performed with SAS
use of testers is to eliminate poorly performing genotype®ftware (SAS Institute 1997). The specific combining
from the selection process. In our case, papaya crossdslity (SCA) was estimated based on the data mean of
that originated more disease-susceptible progenies womldb evaluation periods. The SCA was calculated by the
be eliminated. Elias et al. (2000yae that in this wayhe expression described belpgonsidering the deviation of
hybrid development program can be streamlined and carsingle cross from the overall mean of all crosses with a
be more efficient. particular tester:

In this sense, this study aims to evaluate testers The combining ability was estimated by the expression
used in the selection of hybrids resistant to black gpot (SCA =uH - uT ; where SCA is the specific combining
caricag in leaves and fruits, phoma sp® €aricae- ability;uH the mean of a particular combination, aids
papayagon leaves and chocolate spot ¢loeosporioidds the mean of the combinations for a particular tester
in papaya fruit.

MATERIAL AND METHODS RESULTS AND DISCUSSION

Two experiments were conducted on the Fazenda Inthe first experiment with testers ‘JS 12’ and ‘Sunrise
Macuco, of the company CalimAgricola S/A, in Linhares, Solo 72/12’, differences were only significant for the trait
state of Espirito Santo. The first experiment consisted okaverity of phoma spot and black spot on fruit, at a
group of papaya hybrids from the cross of 20 elitprobability of < 1% by the F testdble 1). In the second
genotypes, 13 of the ‘Solo’ and seven of the ‘Formosa&xperiment, differences were significant for all traits at 1%
group, and two testers, ‘Sunrise Solo 72/12’ (*Solo’ groupprobability by the F test @ble 1). Possibjyn combinations
and ‘JS 12’ (‘Formosa’ group). The second experimenyith testers ‘Americano’, ‘Maradol’ and ‘Sekati’ the
involved 38 hybrids from the cross of 23 genotypes, 17 @&riability for black spot severity on leaves and chocolate
‘Solo’ and six of ‘Formosa’, with three testers of thespot on fruits was greateesulting in diferences between
‘Formosa’ group: ‘Americano’, ‘Maradol’ and ‘Sekati’.  the hybrids.

In these two experiments, a randomized block design ) _ ) ,
was used with two replications, 20 plants per plot arrang%&smr Sunrise Solo 72/12('Solo’ group)
in double rows, spaced 3.6 x 2.0 x 1.8 m, under microsprinkler ~ The severity of. caricaewas reduced in all crosses
irrigation.All cultural practices applied were as recommendedf genotypes with ‘Sunrise Solo 72/12'. The best combinations
for the crop. During the development of the experimentébr symptom reduction on leaves and fruits were however
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Table 1 Mean squares of severity of black spot (SBS) and phoma spot (SPS) on leaves and fruit lesion area of black spot (BSF) and
chocolate spot (CSF). Estimated values in two sets of papaya hybrids, evaluated two seasons (MayRugest8eéptember 2007)

Experiment 1

Mean square

Sources of variation df 1
SBS SPS BSF CSF
Block 1 0.00198 0.022781 0.35338 0.00277
Season (S) 1 0.04579** 10.76778* 0.28002* 0.00029
Genotype (G) 19 0.00043 8.71798** 0.18266** 0.00130
S*G 19 0.00023 3.92252 0.05018 0.00126
Error 39 0.00026 2.24140 0.04633 0.00151
Experiment 2
Sources of variation df i Mean square
SBS SPS BSF CSF
Block 1 0.00031 0.38804 0.08526 0.00269
Season (S) 1 0.04725%* 3.64560 0.20338** 0.07427**
Genotype (G) 37 0.00067** 12.89296** 0.06847** 0.01042**
S*G 37 0.00036 7.48510 0.02373 0.00878*
Error 75 0.00029 5.14661 0.01846 0.00542

* Significant at 5%; ** Significant at 1% by the F test.
1 SBS - Severity of black spot on leaves, SPS - Severity of phoma spot on leaves, BSF — fruit lesion area of black spot and CSF - fruit lesion area
of chocolate spot.

not identified. For the lesion area on fruits affected bthan other hybrids, resulting in high-yielding plants (Ide
black spot, the best combinations, i.e., those with negatigeal. 2009). Howevethe values of soluble solids and fruit
SCA values, included the genotypes ‘Costa Ricafirmness were low (Ide et al. 2009).

‘Tailandia’, ‘Mamé&o Bené’, ‘Mamao Roxo’, and ‘Sekati'. Considering the variables related Ao caricae

For black spot severity on leaves, the genotypes ‘Maméaesistance, i.e., low SCA mean values, the best combinations
Bené’, ‘Mamao Roxo’, ‘Maradoland ‘Maradol GL of this tester were with ‘Sunrise Solo’, ‘Grampola’, ‘Diva’,
originated hybrids with negative SCA estimates in crosséBaiwan et’, ‘Kapoho Solo PVand ‘Solo Kapoho &R

with the tester in question dble 2). for black spot severity on leaves. For fruit lesion area of

In the crosses with dilandia’, ‘Maradol’and black spot, the best combinations involved Kapoho Solo
‘Maradol GL and ‘Sekatithe SCAvalues for severity of PV’, ‘Caliman SG’, ‘Baixinho de Santamalia’ (BSA),
phoma spot were negative, in other words, these hybrit&inrise Solo PT’, ‘Grampola’, ‘Caliman M5 ’ and ‘Sunrise
can be used to reduék caricae-papayaseverity Solo’.

For chocolate spot symptoms on fruit, the only The means for fruit lesion areas of chocolate spot
genotype with a positive SCA value was obtained in @&ere zero in the crosses of tester ‘JS 12’ with the genotypes
cross of the tester ‘Sunrise Solo 72f4#h ‘Maradol GL;  ‘Taiwan etand ‘Sunrise Solo PT'. Besides, the Se24ues
the other genotypes generated hybrids with negative afut fruit lesion areas of chocolate spot were also negative
low mean SCA values for lesion aredofloeosporioides in theses combinationd.he genotypes ‘BSA'Caliman
on fruits. M5’, ‘Diva’, ‘Sunrise Solo’ and ‘Kapoho Solo PV’ can also
be cited for use in crosses with ‘JS 12’ to reduce the fruit
lesion area caused 6. gloeosporioides

Of the 13 genotypes crossed with tester 'JS 12’, the  For the two fruit-related variables fruit lesion area of
SCA values were negative for at least one trait in all hybriddack spot and chocolate spot, the SCC values of the
but not to the combination involving ‘Caliman G’ genotypes ‘BSA‘Caliman M5’, ‘Sunrise Solo’, ‘Kapoho
(Table 2). The insertion height of the first fruit of this crossSolo PV’ and ‘Sunrise Solo PT’ were negative in both cases,
was high and it produced more fruits with higher weightvhich may contribute to a reduction of the fruit lesion

Tester'JS 12'(‘Formosa’ group)
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Table 2 Mean values and specific combining ability (SCA) of severity of phoma spot (SPS) and black spot (SBS) on leaves, and fruit
lesion area of black spot (BSF) and chocolate spot (CSF) in hybrids of experiment 01, consisting of 20 genotypes, 13 of group ‘Solo’ and
seven of group ‘Formosa’, crossed with two testers (‘Sunrise Solo 72/12' - group ‘Solo’ and ‘JS 12’ - group ‘Formosa’)

Tester Parents ‘Solo’ and SBS SPS BSF CSF

‘Formosa’ Mean SCA Mean SCA Mean SCA  Mean SCA

‘Costa Rica’ 0.036 0.003 8.706 3488  0.098  -0.127  0.018  -0.001

“Tailandia’ 0.045 0.011 4225  -0.993 0222  -0.004 0013  -0.006

‘Mamio Bené’ 0.031  -0.003 7.363 2.145 0.173  -0.053  0.000  -0.018

‘S$72/12  “‘Maméio Roxo’ 0.017  -0.016 5.513 0.295 0.103  -0.123  0.013  -0.006
“‘Maradol’ 0.025  -0.008 2563  -2.655 0.426 0.199  0.013  -0.006

‘Maradol GL’ 0.033  -0.003 3.694  -1.524  0.261 0.035  0.048 0.029

‘Sekati’ 0.052 0.019 3869  -1.349  0.144  -0.082  0.005  -0.013

‘Caliman M5’ 0.048 0.002 3.988  -1.037 0479  -0.018  0.008  -0.009

“Taiwan et’ 0.043  -0.004 5.750 0.725 0.510 0.012  0.000  -0.017

‘Diva’ 0.041 -0.005 3.656 -1.369  0.551 0.052  0.008  -0.009

‘Grampola’ 0.036  -0.006 4681  -0.318 0499  -0.049  0.018 0.005

‘Sunrise Solo’ 0.033  -0.014 3875 -1.150 0483  -0.016 0.010  -0.007

‘Caliman GB’ 0.048 0.001 5.081 0.056  0.836 0339  0.038 0.021

JS 12° ‘Caliman SG’ 0.047 0.002 7.044 2022 0317  -0.196  0.073 0.059
‘Caliman G’ 0.047 0.005 5375  -0.487 0.662 0213  0.020 0.008

“Kapoho Solo PA’ 0.046 -0.001 5.956 0.931 0.673 0.176  0.023 0.006

‘BSA’ 0.061 0.015 5.256 0.231 0337  -0.160 0.003  -0.014

‘Sdo Mateus’ 0.050 0.004 4694  -0.285 0.724 0214  0.027 0.007

“Kapoho Solo’ PV’ 0.044  -0.002 4831 -0.194 0294  -0206 0.013  -0.004

‘Sunrise Solo’ PT’ 0.050 0.004 3.544  -1.481 0360  -0.137  0.000  -0.017

area by the fungA. caricaeandC. gloeosporioidesn reduction of black spot on leaves and fruits, and of phoma
combinations with ‘JS 12'. spot on leaves and chocolate spot on fruab{& 3).

Ide et al. (2009) found that crosses between ‘JS 12°  Besides the hybrids derived from the above genotypes,
and genotype ‘Sao Mateus’ can be used in selection d@nrise Solo 783’, ‘Diva’, ‘Grampola’, ‘CalimaAM’,
to the good morphological, yield and quality traits. Th&Caliman GB’, ‘Sunrise Solo PT’, and ‘Baixinho super’ also
SCA values of this cross were also low for phoma spptoduced hybrids with low mean values Af caricae
severity and may be used to reduce the severity séverity onleaves, when crossed with tester ‘Americano’.
P. caricae papaya®n leaves.This combination was For severity of phoma spot on leaves, crosses of
however not significant for the other traits. Aside fromAmericano’ with ‘Caliman M5’, ‘Sunrise Solo 783, ‘Costa
‘S8o Mateus’, other genotypes seemed promising, witica’, ‘Sunrise Solo’, ‘CalimaAM’, ‘BSA’ , ‘Sunrise Solo
low SCA values for phoma spot severity: ‘Sunrise Sol®.J’, ‘Matthew’, ‘Mamao Roxo’, and ‘\&imanaloperformed
PT’, ‘Diva’, ‘Sunrise Solo’, ‘Caliman M5’, ‘Caliman G’, well. For genotype ‘\Aimanalo’, Marin et al. (2006) observed
‘Grampola’, and ‘Kapoho Solo PV’. a trend to a major genetic contribution to higher fruit
weight. ‘Sunrise Solo TJ' and ‘Sunrise Solo 783’ tended to
increasehe total yield.

Based on the specific combining ability (SCA) For traits related to fruit qualitarin et al. (2006)
estimated for the parent genotypes of 20 hybrids involvingerified a greater contribution of the genotypes ‘JS 11’
tester ‘Americano’, the SCA values of ‘Caliman M5’,'JS 12, ‘BSA flesh taste. Of these genotypes, the SCA
‘Sunrise Solo’, Baixinho de SarAanalia’and ‘Waimanalo’  values of ‘BSAcrossed with ‘Americanavere lower for
were negative for the variables related to the severifguit lesion area by black spot and by chocolate spot,

Tester'Americano’ (‘Formosa’ group)
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Table 3 Mean values and specific combining ability (SCA) of severity of phoma spot (SPS) and black spot (SBS) on leaves, and fruit
lesion area of black spot (BSF) and chocolate spot (CSF) in hybrids of experiment 2, consisting of different papaya genotypes crossed
with testers ‘Americano’, ‘Maradol’ and ‘Sekati’, of the group ‘Formosa’

Parents ‘Solo’ and SBS SPS BSF CSF
Tester ‘Formosa’ Mean SCA Mean SCA Mean SCA Mean SCA
‘Caliman M5’ 0.027 -0.001 5.394 -0.912 0.207 -0.009 0.000 -0.013
‘SS 783 0.027 -0.001 5.400 -0.906 0.246 0.030 0.011 -0.003
‘Costa Rica’ 0.036 0.008 5.875 -0.431 0.209 -0.007 0.000 -0.013
‘Diva’ 0.026 -0.003 7.356 1.050 0.272 0.056 0.000 -0.013
‘Grampola 0.020 -0.008 9.063 2.757 0.321 0.104 0.000 -0.013
‘Sunrise Solo’ 0.025 -0.003 5.363 -0.943 0.079 -0.140 0.000 -0.013
‘Caliman AM’ 0.024 -0.004 5.150 -1.156 0.161 -0.055 0.066 0.052
‘Caliman GB’ 0.024 -0.004 7.444 1.138 0.196 -0.021 0.003 -0.011
‘Caliman SG’ 0.034 0.006 7.613 1.307 0.320 0.102 0.008 -0.006
« Americano’ ‘Caliman G’ 0.035 0.007 7.313 1.007 0.233 0.017 0.142 0.129
‘BSA 0.021 -0.007 5.219 -1.087 0.150 -0.066 0.000 -0.013
‘Sunrise Solo TJ 0.040 0.011 6.225 -0.081 0.424 0.208 0.021 0.007
‘Sao Mateus’ 0.030 0.002 4.769 -1.537 0.069 -0.148 0.003 -0.011
‘Kapoho Solo PV’ 0.029 0.001 8.344 2.038 0.336 0.118 0.005 -0.008
‘Sunrise Solo PT’ 0.027 -0.001 6.613 0.307 0.220 0.004 0.000 -0.013
‘Mamao Roxo’ 0.033 0.005 5.081 -1.225 0.210 -0.006 0.003 -0.011
‘Sekatr’ 0.031 0.002 7.750 1.444 0.051 -0.164 0.000 -0.013
‘Baixinho Super’ 0.025 -0.003 6.844 0.538 0.303 0.087 0.000 -0.013
‘STZ-52° 0.041 0.013 6.394 0.088 0.248 0.032 0.005 -0.008
‘Waimanalo’ 0.008 -0.020 2.906 -3.400 0.075 -0.142 0.000 -0.013
‘Caliman G’ 0.031 -0.001 2.656 -0.777 0.108 -0.149 0.008 -0.057
‘Caliman AM’ 0.020 -0.011 3.100 -0.333 0.158 -0.100 0.021 -0.044
‘Caliman SG’ 0.042 0.011 2.894 -0.539 0.465 0.207 0.165 0.100
‘Sunrise Solo’ 0.024 -0.007 3.931 0.498 0.251 -0.008 0.216 0.152
‘Maradol ’ ‘Diva’ 0.030 -0.002 3.719 0.286 0.675 0.417 0.084 0.020
‘SS 72/12 0.032 0.000 4.344 0911 0.140 -0.118 0.026 -0.039
‘Caliman M5’ 0.063 0.031 3.531 0.098 0.215 -0.042 0.051 -0.014
‘Sunrise Solo PT’ 0.023 -0.008 3.288 -0.145 0.251 -0.006 0.008 -0.057
JS 12’ 0.039 -0.013 2.319 0.005 0.215 -0.200 0.115 -0.062
‘Caliman G’ 0.028 -0.017 4.013 0.117 0.098 -0.006 0.023 0.003
‘Caliman AM’ 0.065 0.020 1.850 -2.046 0.070 -0.029 0.003 -0.017
‘Caliman SG’ 0.044 0.000 3.719 -0.177 0.059 -0.045 0.005 -0.014
‘Caliman GB’ 0.031 -0.014 4.681 0.785 0.111 0.006 0.000 -0.019
‘Sekati’ ‘Sunrise Solo’ 0.038 -0.007 4.638 0.742 0.070 -0.034 0.000 -0.019
‘Diva’ 0.034 -0.011 4.031 0.135 0.122 0.018 0.021 0.001
‘Caliman M5’ 0.051 0.006 5.356 1.460 0.036 -0.067 0.008 -0.012
JS1r 0.018 0.029 3.438 0.560 0.057 0.046 0.003 -0.019
‘JS 12 0.073 -0.005 5.069 -1.577 0.150 0.112 0.000 0.095
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indicating higher post-harvest quali§part from ‘BSA,  SG and M5) performed best, all with negative Stadues

the SCA values of hybrids from crosses of ‘Americancand tendency to generate hybrids with low mean disease
with the genotypes ‘Caliman M5’, ‘Costa Rica’, ‘Diva’, severity values @ble 3).

‘Grampola’, ‘Sunrise Solo’, ‘Sunrise Solo PT’, ‘Sekati’, Considering the severity of phoma spot on leaves,
‘Baixinho Supet, and ‘Waimanalowere negative for fruit the genotypes ‘CalimaaM’, ‘Caliman SG’and ‘JS 12’
lesion area by chocolate spot and showed no symptooressed with ‘Sekati’ resulted in hybrids with the best

of this disease. SCA values. Marim et al. (2006) evaluated traits related to
fruit quality and identified a greater contribution to reduced
Tester'Maradol’ (‘Formosal group) ovarian cavity increased soluble solids content and

: . . . , improved flesh taste in the genotypes ‘JS 11’, ‘JS 12/,
Of the nine crosses involving tester ‘Maradol’, three aixinho de SantAmalia’, and “Tilandia’.

parental genotypes produced hybrids with negative SC Based on the SCA estimates and hybrid means of

for the studyvz_irlables dble 3), ie., Ca!|man G', "Caliman he cross of ‘JS 12’ with ‘Sekati’ it was concluded that
AM’ and ‘Sunrise Solo PT’ crossed with ‘Maradol’ tende . . .
CA was negative for the severity Af caricaeandP.

to produce hybrids with low severity @&. caricae . S
: e caricae-papaya®n leaves, indicating the usefulness to
P. caricae-papayaeand C.gloeosporioides. .
. . . reduce the severity of these pathogens on papaya leaves
For the trait severity of phoma sp(® caricae- . . .

apayae)on leaves, aside from the three genot Table 3). Hybrids from crosses of ‘Sekatith genotype

bapay ’ ) 9 . yp& S 11’ however had a low mean area of fruit lesions caused
%y chocolate spot and negative SCA for this trait. The

genotypes ‘Baixinho de Samtandlia’ and ‘Tailandia'were
not crossed with ‘Sekati’ in this experiment.

is also noteworthywith negative SCAalues and likely to
produce hybrids with low values of this variable.
With r egard to Fhe fungus. caricag low SCAwas Genotypes crossed with tester ‘Sekati’, ‘Caliman G’,
observed in all hybrids but of three parent genotypes fpé ) ; . A .
; . : unrise Solo’ and ‘JS 12’ originated hybrids free of
black spot severity on leaves and of two for fruit lesions

. . chocolate spot symptoms and with negative SCA
by black spot. Analyzing the two variables togetftiee estimates. Aside from these, the SCA values of ‘Caliman

‘Sciﬁrﬁzargt?é;ﬁg;:s;? ?;m?i;a:gloxl,rntg?sguen?ggpe ', ‘Caliman SG’, ‘Caliman M5, and ‘JS 11’ were lowest.
' ' In the literature only the study of Ide et al. (2009)

Solo PT" were negative for both variables. investigated the combining ability for papaya by

Hybrids from crosses of ‘Maradol’ with the genotypeﬁ o . L .
g o1 .. . Y esters. This is the first study on the combining ability of
Caliman G’, ‘CalimarAM’, ‘Sunrise Solo 72/12’, ‘Caliman apaya genotypes for resistancAizaricae . caricae-

M5’, Sunrise Solo PT’, and ‘JS 12’ tended to negative SCB\ . :
: . _papayaeand toC. gloeosporioidesThe plant and fruit
values and may contribute to the generation of hybrids " . .
. . . quality traits were evaluated elsewhere.
with reduced fruit lesion area of chocolate spot.

Marin et al. (2006) evaluated the hybrids in a partial Marin et al. (2006) used a partial diallel scheme to

. . ombine eight papaya varieties of the ‘Formosa’ with eight
diallel scheme and concluded that the genotype Maradch the ‘Solo’ group.Among other traits, the number of

tended to a strong genetic contribution to increased fI’LfI

el whie Suvise Sol 2112 my b used toobiag [, (4L S PO IO o soube s 0
hybrids with lower weight. They also stated that th X 9 9 y

. s . . ; ?GCA) for the varieties ‘Maradol’ and ‘Cariflora’ of
genotypes ‘Maradol', ‘Cariflora’, ‘Sunrise Solo 783 and‘Formosa’ and ‘Sunrise Solo 783’ and ‘Sunrise Solo TJ’, of

Sunrise Solo TJ' would tend most to increase the totrﬁl1e ‘Solo’ group, was highest for yield, while the specific

yield. combining ability (SCA) for the traits was highest in the
hybrid combinations: ‘Sunrise Solo 72/12 x JS 12’, ‘Sunrise
SoloTJ x JS 12’, ‘Baixinho de Sanfemalia x JS 12,

Of the nine genotypes tested with ‘Sekati’, five'Sunrise Solo x JS 11’, and ‘Sunrise Solo 72/12 x Costa
produced hybrids with negative SCA values for black sp&ica’.
severity on leaves: ‘Caliman G’, ‘Caliman GB’, ‘Sunrise This study can guide breeding for the establishment
Solo’, ‘Diva’, and ‘JS 12'. For fruit lesion area by blackof hybrids with lower levels of black spot on leaves and
spot, ‘Sunrise Solaand variations of ‘Calimar(G AM, fruits, of phoma spot on leaves and chocolate spot on, fruits

Tester'Sekati’ (‘Formosa’ group)
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as well as provide information on quality traits of plando Norte Fluminense Darcy Ribeiro (UENF) and the
and fruit and on resistance to diseases. company CalimaAgricola S/Afor financial and logistical
support.

ACKNOWLEDGEMENTS

The authors wish to thank the Financiadora de
Estudos e Projetos (FINEP), the Universidade Estadual

Testadores para capacidade combinatoria e selecao de
hibridos de mamoeiro resistentes a doencas fingicas

RESUMO - A resisténcia genética constitui alternativa sustentavel para o controle de doengas na cultura do mamoeiro. O objetivo
do presente estudo foi avaliar o uso de testadores na estimagdo da capacidade combinatéria e na selecdo de hibridos com
resisténcia a pinta-preta, mancha-de-phoma e mancha-chocolate. O experimento foi conduzido em blocos ao acaso, com duas
repeticBes de vinte plantas por pala.Avaliou-se, em duas épocas, a severidade de mancha-de-phoma e piaterpifolhas, e

area do fruto lesionada por pinta-preta e mancha-chocolate. Os hibridos com valores negativos de capacidade combinatéria para
todas as caracteristicas avaliadas derivaram do cruzamento do testador ‘JS 12’ com ‘Sunrise Solo’ e ‘Kapoho Solo PV’, do
testador ‘Americanotom ‘Caliman M5’, ‘Sunrise Solo’, ‘Baixinho de Sadtaalia’e ‘Waimanalo’e do testador ‘Maradokom

‘Caliman G’, ‘Caliman AM’ e ‘Sunrise Solo PT'. Estes resultados orientardo o melhoramento voltado para a resisténcia as
doencas por meio de hibridizacdes.

Palavras-chave:Carica papayasperisporium caricae, Phoma caricae-papayae, Colletotrichum gloeospodajpsdade
especifica de combinacao.
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